Schematic representation of human LHR variants, as deduced from the alternative splicing of the transcripts.
DNA/RNA

Description
The genomic size of human LHR gene is about 80 Kb and consists of 11 coding exons separated by 10 introns. At least three alternatively spliced variants of the hLHR (deletion of exon 8 or 9 or 10) were reported.
Transcription
Multiple LHR mRNA transcriptional start sites are located within the -176 bp TATA-less 5' flanking promoter domain. Additional upstream transcriptional start sites (> -176 bp) were identified in human testicular mRNA and human choriocarcinoma JAR cell. EREhs (-161 to -171 bp) and upstream sequences (-177 to -2056 bp) are inhibitory. Activation of the human LHR promoter through Sp1/3 factors at Sp1 sites is negatively regulated by cross talk among the transcription factors EAR3/COUP-TFI, Sp1, TFIIB, and independently by histone deacetylase-mSin3A complex at the Sp1 I site.
Pseudogene
No known pseudogenes.
Protein
Description
The cDNA for the human LHR encodes 699 amino acids. The receptor is composed of two functional units: the extracellular hormone-binding domain and the seven-membrane transmembrane/cytoplasmic module, which is the anchoring unit that transduces the signal initiated in the extracellular domain and couples to G proteins. The large extracellular domain binds LH and hCG with high affinity.
Expression
LHR is predominantly expressed in gonads. The LHR has also been identified in several non-gonadal tissues, including human nonpregnant uterus, placenta, fallopian tubes, uterine vessels, umbilical cord, brain, and lymphocyte.
Localisation
Predominantly localized in the cell membrane.
Function
The LHR mediates gonadotropin signaling and triggers intracellular responses that participate in gonadal maturation and function, as well as in the regulation of steroidogenesis and gametogenesis. Luteinizing hormone through its surface receptors on the Leydig cell maintains general metabolic processes and steroidogenic enzymes to regulate the production of androgens. In the ovary, LH promotes follicular development, at stages beyond early antral follicles including the formation of preovulatory follicles and corpora lutea.
Homology
The percent identity below represents identity using 
Mutations
Note Polymorphism detected in exon 1, 8, 10 and 11. Nucleotides insertion/deletion, single nucleotide mutation detected in exon 1, 5, 7, 8, 10 and 11. Deletions of exon 8 or 9 or 10 (splice variants). Polymorphism: N291S, N312S. Deletion -L204, D355.
Insertion at aa 18 -IQ. Activating mutation: A373V, M398T, L457R, I542L, D564G, A568V, M571I, A572V, I575L, T577I, D578G/Y/H/E, C581R Inhibiting mutation: C131R, F194V, C343S, E354K, W491X, C543R, C545X, R554X, A593P, S616Y and I625K. Deletion -L608, V609, aa 203-227 (exon 8), aa 228-289 (exon 9), and aa 290-316 (exon 10). Insertion: aa18 -LLKLLLLLQLQ. 
LHCGR (luteinizing hormone/choriogonadotropin receptor)
